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Fig. 2
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Fig. 3
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Fig. 4

a

b

c

d

Con
tro

l m
im

ic

let-7d

pre-let-7d

human U6 

an
ti-l

et-
7d

.1

an
ti-l

et-
7d

.2

Con
tro

l m
im

ic

an
ti-L

et-
7d

.1

an
ti-L

et-
7d

.2
0

2

4

6

8

10

Pr
ec

ur
so

r /
 m

at
ur

e 
Le

t-7
d

miR-148b

pre-miR-148b

pri-miR-148b

miR-155

human U6

Con
tro

l m
im

ic

15
5 m

im
ic

HEK293T

Con
tro

l m
im

ic

15
5 m

im
ic

0

1

2

3

4

Pr
im

ar
y 

/m
at

ur
e 

m
iR

-1
48

b

CAAGCAC
GA

U AGC AAGUUCUGU
U
AU GGCU

UCCUGAUA
C

UUCAAGACAUCGCU
-----AU

CU
5’

3’

UGGU

U AA

U

U

A

A

UUUGAGG

UUUGAGG

GU

UG

A
CACU

GUGA
C

AC
C

G

G
UCGAA     GAUAGUGCU U

5’U

3’ miR-155

pre-miR-148b

UU
GG G

UG
3’

A

anti-let-7d.2
C

U5’C

U
C

CC
UGCUAUGC

A

CCG

5’

3’

GAGGUAGUAGGUUG
C

A
UUCCGUCGUCCAGCGGAUUCU

3’

AUAGUU

UAUCAA

A

pre-let-7d

anti-let-7d.1

A
CCUAGGA

U
U
A
GG
G GG G

AC
A
U
U

U
U

U
GGAGGAACA

CC
C
G

U5’
C
U C C U U G U

G G
G
C
UGCUAUGC


	Figure 1_alternate
	Figure 2
	Figure 3
	Figure 4 v2

