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Supplementary Figure 1. CONSORT flow diagram of randomly assigned patients
with typical BCR-ABL transcripts evaluable for baseline characteristics and survival.

Randomly assigned by April 30, 2009 (n =1 311)
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Unknown transcript type: (n = 51)

Evaluable for response and survival analysis (n =1 105)

imatinib pre-treatment (n = 19)
hydroxyurea pre-treatment (n = 48)

Evaluable for analysis of baseline
characteristics (n =1 038)



Supplementary Table 1. Distribution of patients according to treatment arms and

BCR-ABL transcript types.
e13a2 e14a2 e13a2+ Typical Atypical
el14a2 transcripts transcript
variants
Imatinib 120 142 38 300 el14a3 (n=3)
400 mg/d e19a2 (n=4)
Imatinib 53 136 42 331 ela2 (n=1)
400 mg/d e13a3 (n=1)
plus IFN-a
Imatinib 53 70 27 150 eta2 (n=1)
400 mg/d e19a2 (n=1)
plus
cytarabine
Imatinib 125 148 51 324 61223(?“)1)
el4as (n=
800 mg/d e19a2 (n=1)
Total, n (%) 451 (40.3) 496 (44.3) 158 (14.1) 1,105(98.7) 14 (1.3)




Supplementary Table 2. Use
transcript type.

of 2nd and 3rd line

TKls in patients according to

BCR-ABL transcript type

total patients

total patients with 2nd line
TKI, 3rd line TKI respectively

dasatinib
nilotinib
bosutinib

e13a2

451

44

33
12

el14a2

496

50

32
19

el13a2 +
e14a2

158

1

w




Supplementary Table 3. Incidence of BCR-ABL kinase domain mutations according

to BCR-ABL transcript type.

Mutation

any

M244V
L248V
G250E
Q252E
Y253H
E255K
D276G
T277A
E279K
L298V
V299L
T315I
F317L
L324Q
M351T
M351V
E355G
F359V
L364l
L387M
H396R
E450G
E450K
E453G
E459K
F486S
E507G

total
patients

63 (5.7%)
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total
mutations
detected

76

e13a2
patients

23 (5.1%)
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-_— -_—
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total
mutations
detected in
e13a2
patients

33

el14a2
patients

32 (6.5%)

8

-_— -

= N D

= N

total

mutations

el14a2
patients

35

e13a2 + e14a2
patients

8 (5.1%)

N =

total mutations
detected in detected in e13a2 +
e14a2 patients

8




